Identification Isoforms Classification

Intensity

I
Quantification I ® Overexpression/Knockout
: I Tissue-specific WPCNA in TKS
I
1 Bioinformatics Analysis Function Verification
__________________________________________ - —_— e e e _ =

CHL 67,5002 PET 393,9993

i STE 752,9700
% A~
>
;
YOL 775,9118
WSR 220,2934
BAR 506,9389 ~~
N—
VIR WOO 274,6023
| [ PLU 556,11304 FRU 669,9623 CAM 573,9507 1. RuP 316,2388
- 1+ BRP 443/3930
" 1.
COT 169,2744 : — CSE 654,4150

EMA 612,11902 TOL 429,4326 uﬂ LUT 483,3337

TAP 592, 7419

LRP 49,1149

SEC 164,5657

RAD 599,9605
SRP 249,1992
C 4} Mw(kDa) @VETS Number of isoforms D > SRPP isoforms > REF isoforms
80+ LOC1g@LAMP1 @ 15-20 '
gips MCHSO70 21-49 2 TS WY .
o 250 b ente: > g
HSP ME1 %9 .;i" ‘..ﬁ“-a. -....‘;.__
BGL13,® : 97,,915-&' . R
. . * e - - -
60- BGLU24-1@ LEGB-1 95»; ~98 REF258 .
LEGB-2, : .Agz’ . 8ol . K Bed
LOC2e @™ -2 86,
PLP2 RCA-1 ' . i
TUBA2 & LEGAW 9 i
ENO1 132 .‘(127 R oc o e
DJ1D RCA-2 ' st >
At5939570 :
RN g s ANN4 133" 134 1129 3
40- Chlase1 EGLC2 At &7
ACT7 o® o 135 137 1358
BSPA®  MDH ‘
HNL IRL PSBO1 hevamine-A ': = '
REF5 TP s g o .
SRPP1 pro-hevein BRCS > e
20+ RE a
ERG3 REET .BSF’—B ~ w20 ¢ # - s
) 3 T 3>
REF138 pl ‘ : 47
10 . : ; ; . . " 5

4 5 6 7 8 9



